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Table 1
Distribution of MDR bacterial isolates
Organisms Isolates MDR isolates ESBL-pioducers
n % n % n % (of total
MDR
isolates)
Escherichia. coli 193 57.4 73 37.8 27 37
Salmonella, Typhi 28 8.3 1 3.61429 NT
Salmonella Paratyphi A 24 7.1 0 0 NT
Staphylococcus aureus 17 5 8 47 NT
Staphylococcus saprophyticus 15 4.5 9 60 NT
Citrobacter freundii 12 3.6 11 91.7 NT
Pseudomonas. aeruginosa 6 1.8 4 66.7 NT
S, epidermidis 6 1.8 2 33.3 NT
C. diversus 5 1.5 2 40 NT
Proteus mirabilis 5 1.5 2 40 0 0
Enterobacter cloacae 4 1.2 3 75 NT
K. pneumonia 4 1.2 1 25 0 0
E. aerogenes 3 0.9 1 33.3 NT
Enterococcus faecalis 3 0.9 3 100 NT
Klebsiella oxytoca 2 0.6 1 50 0 0
Acinetobacter spp. 2 0.6 1 50 NT
Streptococcus pneumoniae 2 0.6 0 0 XT
P. vulgaris 1 0.3 0 0 NT
Morganella morganii 1 0.3 0 0 XT
Neisseria gonorrheae 1 0.3 0 0 NT
N. meningitidis 1 0.3 0 0 XT15th ICID Abstracts / International Journa
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urvey roleand importantof surfaces structureand-lactamase
f Bacillus cereus in drug resistance
. Abousaidi1,∗, S. Jalalpoor2
faculty of medicine, rafsanjan, kerman, Iran, Islamic Republic of
Esfahan University, Esfahan, Iran, Islamic Republic of
Background: S-layer is a outer protein in bacteria and archaea
hich intensiﬁes bacterial pathogenicity due to inhibiting antibi-
tic’s entrance to cells. Because staffs and hospital surfaces have a
ajor role in nosocomial infections,contaminating this sourcewith
-layer and -lactamase positive strains of B. cereus can lead to
pread the antibiotic resistant nosocomial infections. In this study,
n addition to determine the frequency of S-layer and -lactamase
ositive strains inhospital environment, their function in inhibition
f antibiotic’s entrance has been surveyed.
Methods: The descriptive research was performed on 274 sam-
les isolated from Azzahra hospital and Isfahan University during
005/2007. In order to preparation of samples, 16 hours bac-
erial culture in TSA (Tryptone Soya Agar) were used and then
lectrophoresis with 10X SDS-PAGE were performed. Antibiogram
ere performed with Kirby Bauer method and -lactamase
Results: From 247 isolated bacteria, frequency of B. cereus
trains was %9.49. Eleven sample (84/6%) from 13 isolated B.
ereus of staff hand and 1 sample (7/7%) from 13 isolated B.cereus
rom hospital surfaces produce S-layer nanostructure. According
o antibiogram result, non producer S-layer strains, in comparative
-layer producer strains, were more sensitive to antibiotics and all
layer producer B.cereus strains, produce -lactamase.
Conclusion: This study show high prevalence S-layer and -
actamase producer B. cereus strains in hospital, that lead to
ncrease antibiotic resistancenosocomial infection and is necessary
o on to reduce transfer virulence agent and antibiotic resistant in
athogen bacteria.
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igh prevalence of multidrug resistant bacterial infections in
epalese patients
. Baral1,∗, S. Neupane2, B. Shrestha3
Faculty of Science, Mahidol University, Bangkok, Thailand
Tribhuvan University, Kathmandu, Nepal
Kathmandu Model Hospital, Kathmandu, NepalBackground: The multidrug resistant (MDR) bacterial infec-
ions have threatened the current antimicrobial therapy globally.
articularly, the impact due to MDR bacterial infections in low-Streptococcus pyogens 1 0.3 0 0 NT
Total 336 100 122 36.3 27 35
resource developing countries are even greater than well-resource
developed countries.The updated information on MDR bacterial
infections is essential for appropriate antimicrobial therapy.The
present study aimed to determine the status of multidrug resis-
tance among bacterial pathogens, the antimicrobial susceptibility
pattern, and the status of production of extended-spectrum -
lactamase.
Methods: All samples and isolates were investigated by stan-
dard laboratory procedures at Kathmandu Model hospital. All
bacterial infection cases were conﬁrmed based upon the positive
culture growth, the symptoms and the other established crite-
ria for acquisition of infections. Antibiotic susceptibility test was
performed by Kirby Bauer’s disc diffusion method. Evaluation of
ESBL productionwas performed by double disc synergy test (DDST)
method.
Results: Totally 122 (36.3%) MDR bacterial infections were
observed among 336 patients. The MDR bacterial infections were
found at higher rate among the patients of age-group ≥50 years
(60.0%) than Escherichia coli (E. coli) (59.8%), followed by Citrobac-
ter spp. (9%). Out of the 59 isolates suspected for ESBL activity, 27
(45.8%) were found ESBL producers. The ESBL activity was found
in 14% (27/193) E. coli isolates, whereas in 37% (27/73) of MDR
E. coli isolates. The majority of ESBL producers were shown co-
resistance to other classes of antibiotics, including ﬂuoroquinolone
(ciproﬂuoxacin [96.3%] and norﬂoxacin [96%]), co-trimoxazole
(96.3%), aminoglycosides (gentamycin [69.3%] and amikacin [8%]),
chloramphenicol (20.8%) and nitrufurantoin (24%). However, all
ESBL producers were susceptible to carbapenems. Out of the total
isolates, methicillin-resistant Staphylococcus aureus (MRSA) was
observed in 0.6%, whereas in 11.8% of the total Staphylococcus
aureus isolates. The independent risk factors for acquisitionof ESBL-
producingMDRbacterial infectionswereprevioususeof antibiotics
(OR 5.07; 95% CI 1.42–18.05; p = 0.011) and hospitalization (OR
3.88; 95% CI 1.17–12.81; p = 0.02).High prevalence of multidrug
resistant bacterial infection in Nepalese patients.Table 1.
Distribution of MDR bacterial isolates
Conclusion: The high prevalence of MDR bacterial infections
was observed in Nepalese patients. Resistance patterns shown by
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ability we now have to see resistance at a genetic level, to monitor
more detailed patterns of emergence.
http://dx.doi.org/10.1016/j.ijid.2012.05.556408 15th ICID Abstracts / International Journa
SBL producerswere alarmingly higher for commonly-used antibi-
tics. Regularnationalwise surveillanceofMDRbacterial infections
s warranted.
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ntimicrobial susceptibility pattern of Gram negative bacterial
solates from urine in tertiary care hospital of Eastern Nepal
. Baral ∗, K. Shrestha, B. Khanal, N. Poudyal, R. Gurung, N.R.
hattarai, S.K. Bhattacharya
B.P Koirala Institute of Health Sciences, Dharan, Nepal
Background:Urinary tract infections (UTIs) are themost impor-
ant cause of morbidity and mortality in the world affecting all age
roups. It is estimated that 150million cases ofUTI occur onaglobal
asis per year. Resistance to antibiotics is highly prevalent and
rowingas theglobal problem inmanagementofUTI. Knowledgeof
attern of antimicrobial agents among local isolates plays a major
ole for selecting appropriate and effective therapy. Objectives: The
resent study was conducted to determine in vitro susceptibil-
ty among Gram negative organisms obtained from urineagainst
ommonly used antimicrobials.
Methods: Urine specimens submitted to the Department of
icrobiology, BP Koirala Institute of Health Sciences (BPKIHS)
ospital for culture and sensitivity over one year period were eval-
ated. Isolation, identiﬁcation and determination of antimicrobial
usceptibility were done by standard microbiological techniques.
Results: Out of 13011 urine specimens submitted, 2131(16.3%)
omprises Gram negative uropathogens, among which the most
revalentwas Escherichia coli (66.3%) followed byKlebsilla pneumo-
iae (11.7%), Acinetobacter anitratus (6.8%), Enterobacter aerogens
3.3%) and Pseudomonas aeruginosa (2.5%), Morganella morganii
1.3%), Proteus mirabilis (1.2%), Citrobacter frundii (0.7%), Klebsiella
xytoca (0.7%), Proteus vulgaris (0.56%). The majority (65.3%) were
rom femalewhile (34.7%)weremale patients.Most of theGNB iso-
ates were found to be resistant to ampicillin (90%), norﬂoxacillin
60%) and oﬂoxacin (57.17%) where as they were susceptible to
otrimoxazole (73.2%), nitrofurantoin (69%) and amikacin (68.4%).
Conclusion: Gram negative organisms remain the major cause
f UTI. Various degree of antimicrobial resistance was observed
mong the uropathogens prevalent in our hospital. Regular mon-
toring of the resistance in the local isolates against the routinely
sed antimicrobial may have signiﬁcant impact for the effective
anagement of UTI.
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Extended spectrum beta-lactamases in urinary isolates of
Escherichia coli in ﬁve Iranian hospitals
S. Beiranvand1,∗, E. Kalantar2, B. Ahsan1
1 Kurdistan University of Medical Sciences, Sanandaj, Iran, Islamic
Republic of
2 Kurdistan University of Medical Sciences, Sanandaj, Kurdistan, Iran,
Islamic Republic of
Background: Urinary tract infections caused by Escherichia coli
have become a signiﬁcant global public health problem with Kur-
distan being no exception. Furthermore, the situation is worsening
due to advent of increased antibiotic resistance.The wide spread
presence of antibiotic resistant E. coli in our environment necessi-
tates regular monitoring of antibiotics susceptibility trends in the
clinical isolates obtained fromdifferent regions to provide the basis
for developing Local, National and International prescription pro-
grams that can be used for delineating guidelines to maintain the
desired effectiveness of antibiotics.
Methods:Urine samples fromﬁvehospitalmicrobiology labora-
tories were analyzed for isolation and identiﬁcation of E. coli. E. coli
PTCC 1533 was send to them as a positive control for antimicro-
bial susceptibility testing. Antibiotic susceptibility of E. coli isolates
were validated following the Kirby-Bauer disc diffusion technique
using Muller Hinton agar. Screening test for ESBL was done accord-
ing to the criteria recommended by CLSI.
Results:A total of 1257E. coli strainswere isolated frompatients
who suffer fromUTI referred toﬁvehospitals inKurdistanprovince.
The most resistant antibiotics tested against E. coli were penicillin,
ampicillin, and amoxicillin. All the E. coli isolates were tested for
ESBLproductionand239 (19.02%)were found tobeESBLproducers.
Conclusion: In conclusion, our study reinforces thenecessity for
appropriate use of antibacterial compounds, andwith the technical
